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KOMP-DCC: Objectives

« Serve the KOMP research network laboratories as a central information
resource regarding publicly available null and conditional mutants

» Provide query and display tools to support prioritizing new mouse genes for
knockout experiments.

» Collect information generated by the KOMP, track progress of the knockout
mutant production pipelines, and support coordination of work

* Provide web-based query and display tools for KOMP data

« Export data to other relevant community databases such as Ensembl, the UCSC
Genome Browser, NCBI, Mouse Genome Informatics (MGI), and IMSR

= We developed KOMP-DCC Database and Web Site (www.knockoutmouse.org)
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The IKMC Web Portal

www.knockoutmouse.org

» Extension of KOMP-DCC web site to serve as the common web portal
for all IKMC projects:
- KOMP
- EUCOMM
- NorCOMM
- TIGM

» Site developed and maintained by the KOMP-DCC and I-DCC

» Supported by NIH and the European Union

s

KOMP-DCC (- I-DCC

International Data Coordination Centre



Objectives

Provide data/tools internal to IKMC

« Generate and maintain common gene list
» Choose and prioritize target genes

« Coordinate work among IKMC projects
 Track progress

Provide IKMC information to the public

 Central public web site for IKMC data
« Export IKMC data to other resources



Gene List + Annotations

Genome Annotations (Build 37)

NCBI | |Ensembl| | VEGA CCDS IMSR IGTC

TIGM

Mutants
available

Gene trap
counts

KOMP

EUCOMM

NorCOMM

Pipeline status
Product availability

+ Diseases
+ Other mutants
From MGI

IKMC db




Administrative Web Interface

=

Admin Home Lists ~

CSD Reports ~

J Filter H Search |_| Upload |_| Download |_| Saved Filters |

Regeneron Reports v

EUCOMM Reports ~

Find changes by Date

Welcome, Read Only User (logout)

Read only access

Currently applied fiters are displayed below. To add a new fiter, click on the column header of the column that displays the value by which you wish to filter.
Adding a fiter restricts the current working set

Currently applied filters:

» No filters currently defined (viewing all genes)

(Refine your search by adding or removing multiple filters at once )

Page: 1

of 1542

Showing records: 1 - 25 (of 38,532)

Sorted by: Symbol

# | Gene Biotype " | DCC Status “| CSD “r | Regeneron “r | Repository Status ' | EUCOMM / NorCOMM " | Other Status T
0610005C13Rik " Gene (miscRNA) Master LIn-Assigned Un-Assigned Gene traps (MGI): 30
MGI:1918911 Fiter by Other IDs bessed_transeript) Gene traps (TIGM): 78

1 |Chr7:52823165-52830697(-) || Ensembl: _processed_transcript) IMSR: 79
Secondary MGI IDs (show) Don't care ; IMSR ES Cells: 79
Old Symbols (show) NCBI: Non-IKMC alleles: 30
0610006L08R Ik Don't care 3 |Gene (protein-coding) Un-Assigned Un-Assigned

12 |MGL1923503 Vega:

Chr7:81968501-81998696(-) e N

0610007 C21Rik CCDS: Gene (protein-coding) |Target Un-Assigned Un-Assigned EUCOMM: Project ID: 72859 Gene traps (IGTC): 1

MGl 1918918 Has CCDS 1D6s) s+ |ein_coding) ES Cells - Targeting Confirmed|Gene traps (MGI): 7

Chr5:313506685-3135T006(+) S ————— _protein_coding) Effective: 2010-06-06 Gene traps (TIGM): 1

Secondary MGI IDs (show) Cancel Submit IMSR: 3

3 | Old Symbols (show) IMSR ES Cells: 2
CLDS197/0.1 IMSR Mice: 1

EUCOMM alleles: 2
IKMC alleles: 2
MNon-IKMC alleles: 7

0610007L01RIk Ensembl ID: ENSMUSG00000053084 |Entrez Gene (NCBI) Gene (protein-coding) |Target Un-Assigned Assigned Regeneron Vector EUCOMM: Project ID: 69211 Gene traps (IGTC): 12

MGL1918817 NCBIID: 71667 Ensembl Gene (protein_coding) Project ID: VG13171 Available Vector - Initial Attempt Gene traps (MGI): 26

Chré:130695614- CCDSID:  GCDS39295.1 ES cell colonies screened / QC positives  |Regeneron ES Cell Unsuccessiul Gene traps (TIGM): 6

130719635(+) e Effective: 2009-07-28 Available Effective: 2010-03-08 IMSR: 12

4 |Secondary MGI IDs (show) IMSR ES Cells: 12
Qld Symbols (show) IMSR Mice: 1

KOMP alleles: 1
IKMC alleles: 1

Non-IKMC alleles: 26
All other alleles: 1

« apply data filters to define gene set
* assign gene set to production center




Apply multiple filters at once, and save and share filter sets
an

| !
- Welcome, Read only access (logout)

Read only access

L)

Admin Home Lists CSD Reports Regeneron Reports EUCOMM Reports Find changes by Date
Filter by Symbaol - -
E Filter by Other IDs J Filter H Search H Upload H Download H Saved Filters ‘
Cumently applied filters are displayed below. To add a new filter, click on the column header of the column that displays the value by which you wish to filter.
Filter By Biotype Adding a filter restricts the current working set
Filter By List Status Currently applied filters:

Filter By CSD Assignment Status
=) Filter By GSD Pipeline Status

Filter By Regeneron Assignment Status * Filtered by Repository status e apply m u |t| ple f| |te I’S

Repository status: CSD ES Cell available
) Filter By Regeneron Pipeline Status

Fitered by L at once:
Filter By Repository Status + Filtered by List status
List status: Target
3 Filter By EUCOMM Status i sias: 18 add and remove
——3  Filter By NorCOMM Status filters
Select Save configured filters
Muliple select allowed
Does not have NorCOMM status (Pending Filters) (" Submit Pending Filters
Design Completed
Design Requested
ES Cells - Electroporation in Progress ) . .
ES Cells - Electroporation Unsuccessful i R_emme Filter By: Repository Status
- it Filtered by CCDS
ES Cells - No QC Positives . . . .
jalues; Has CCDS ID(s) submit pending filters
Filter by Other Status Filtered by CSD Mo Pipeline Status
Values: True
Filtered by Regeneron No Pipeline Status
Values: True
Filtered by EUCOMM
falues: Does not have EUCOMM status
Filtered by MorCOMM . .
Values: Does not have NorCOMM status Save app“ed f| Ite I’S

Working set containts 2747 records Click here to page through them
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> New data filters for allele information and IMSR data
FT::rb?cst‘ﬂrblzls i IKMC a”eleS
ooy it s KOMP alleles

Filter By C5D Assignment Status ° EUCOM M a”eles
Filter By CSD Pipeline Status
Filter By Regeneron Assignment Status ° N O rCO M M a I Ie I eS
Filter By Regeneron Plpeline Status
Filter By Repository Status PY

Non-IKMC targeted alleles

Filter By EUCOMM Status
Filter By NorCOMM Status
Filter by Other Status

Lo — IMSR ES cells
i IMSR mice

Don't care H
Gene traps (TIGM):
Don't care H
OMIM 1Ds:
Don't care
IMSR (all):
Don't care
[ IMSR ES Cells:
Don't care
IMSR Mice:
Don't care H
All Targeted Alleles:
Don't care
All Other Alleles:
Don't care
KOMP Alleles:
Don't care
EUCOMM Alleles:
Don't care H
NORCOMM Alleles:
Don't care
IKMC Alleles:
Don't care
Non-IKMC Targeted Alleles:
Don't care

aw

Addition of new
filter capabillities

an

-




Filter by Symbol
Filter by Other IDs
Filter By Biotype
Filter By DCC Status
Filter By CSD Assignment Status

Filter By C3D Pipeline Status

Select
Multiple select allowed

On Hold

Withdrawn From Pipeline
Design Requested

Redesign Reguested
Alternate Design Requested

[ 1Has no pipeline status

Search for Languishing Genes

Days since last pipeline status update:
[excludes terminal and finished statuses)

180 (" Add to filters )

Filter By Regeneron Assignment Status
Filter By Regeneran Pipeline Status
Filter By EUCOMM Assignment Status
Filter By EULCOMM Pipeline Status
Filter By NorCOMM Assignment Status
Filter By NorCOMM Pipeline Status
Filter By Repository Status
Filter by Other Status

<

Search for Languishing Genes

Genes for which the most
advanced pipeline status,
excluding terminal and finished
statuses, has not changed since
the specified number of days



“Languishing Genes” Report Utility available to all IKMC projects

T EUCOMM h@l| NorCOMM T
Un-Assigned

EUCOMM Assignment Status

Un-Assigned
Assigned

EUCOMM Pipeline Status

Multiple select allowed
On Hold ]
Withdrawn From Pipeline

Design Requested
Redesign Requested Un-Assigned

Alternate Design Requested i
VEGA Annotation Requested 4

[ 1 Has no pipeline status

Un-Assigned

Search for Languishing Genes

Days since |last pipeline status update:
(excludes termiral and finished statuses)

Un-Assigned




Filters for genes with nominations and for high-priority genes

Page: 1 of 1721| Next> || Last>>
Showing records: 1-25 (of43,008)
gT@l| DCC Status T v | Regeneron
bl Filter by DCC Status
anscript)

sed transcript)|] Select which list
Multiple select allowed

KOMP Target List

IKMC Target List
IKMC Master List
Other (Not on any list)

P | Is High Priority Target

— | Has nominations
f Cancel W Submit
ptein-coding) (Target In-Assigned In-Assigned
1d)

| coding)




Objectives

Provide data/tools internal to IKMC

« Generate and maintain common gene list
» Choose and prioritize target genes

« Coordinate work among IKMC projects
 Track progress

Provide IKMC information to the public

 Central public web site for IKMC data
« Export IKMC data to other resources



Home About |KMC MartSearch

International Knockout Mouse Consortium

FAQY  Order Products Contact IMMC

Diewenl oad Nominate gane
Welcome to the IKMC

The Intemnational Knockout Mouse Consortium (IKMC) aims to mutate all protein-
coding genes in the mouse using gene trapping and gene targeting in CHFBLE ES
cells. Read more....

Download the |IKMC Gena List
View targeting strategies
View all allele types

Search or Browse

Search IKMC database help
Enter gene symibols, gene 108 or genome kocation

Smarch |

.., Ademil, Pey, ENSMUSGO000002068Y, Chri22290730-22211680
{coordinates from NCBI mouse genome assembly 37)

Advanced Search
Browse IHMC database el
Uise the following lnks fo browse genes

Browse by Gene Symbol

Browse by Chromosome

Status

nhrﬂu.rt "u‘enn

20,000
15,000
= 10,000
1G]
5,000
0
Al All Targeted  Targeteo Targaiad Gena trap
conditional dalation
Alleles

Bl Mice [l ES Calls Vachors

IKMC Gene Progress Summary

Targeted alleles

Total Genes cs:nm;wm Lo | NorCOMM
Vectors avallable BEAT 4733 TR5E 839
ES cells avallable 478G 330 G486 Se9
Mutant mice avallable 2] 281 573 4
iew detalls and progect goals Wiew details sbout the acronyms used
Gene trap alleles
Total Genes TIGM EUCOMM NorCOMM
ES cells avallable B 0d 4418 4583
Mutant mice avallable &1

NOTE: Mot sl gene traps are in CSFBLAG ES cells. Wiew strain information

IKMC
Home Page



Status Report: updated on a daily basis

nhﬂurt "u‘enn

Genes

20,000

15,000

10,000

5,000

|

IKMC Gene Progress Summary &

Targeted alleles

&l

Al Tarpeied Targetes
conditionsl

Allelas
B rice [ ESCalls

Targaad
dalation

Vaciors

KOMP ELCOMM

Total Genes — EUCOMMTools NorCOMM
Vectors avallable L 4733 TOLE B
ES cells avallable 478D 3430 B85 Lid
Mutant mice awvallable 344 281 573 4

View details and project gosls View details sbout the acronyms used

Gene trap alleles
Total Genes TIGM ELCOMM NorCOMM
ES cells avallable L b 4418 4543
Mutant mice avallable &1

NOTE: Nof all gene freps are in CSTBLE ES cells. WView sirein informalion

Gana trap




Status Report: updated on a daily basis

IKMC Gene Progress Summary &

_l_ Bar Chart m

Conditional alleles Gene Trap alleles

4347
376

1528
®875

Deletion alleles

Number of genes for which [KMC ES ceils with a givern allele type are
available. Overlaps indicate the number of genes for which 2 or 3 types of
alleles have been generated.

Targeted alleles

KOMP ELCOMM
Total Genes — ELCOMMTools MorCOMM
Vectors avallable BRaT 4733 Tang B30
ES cells avallable 478G 3430 BBG a0
Mutant mice avallable 348 281 ET3 4
View details and project goals View delails sbout the acronyms used
Gene trap alleles
Total Genes TIGM EUCOMM NorCOMM
ES cells avallable EEn Bh 4418 4543
Mutant mice avallable B

NOTE: Not all gene fraps ane in CHFBLAS ES cells. View sfrein information




International Knockout Mouse Consortium

Hama About |KMC MartSearch Dewvenl aad Nominate gane FAQ Order Products Contact |KMC

Welcome to the IKMC Search or Browse
Search |KMC database nelp

@ T d Enter gene symibols, gene 108 or genome kocation
™ S TGM Search |

.., Ademil, Pey, ENSMUSGO000002068Y, Chri22290730-22211680
{coordinates from NCBI mouse genome assembly 37)

The Intemnational Knockout Mouse Consortium (IKMC) aims to mutate all protein-
coding genes in the mouse using gene trapping and gene targeting in CS7BLE ES Advanced Search
cells. Read more....

Browse IHMC database el
Download the IKMC Gana List Uise the following lnks fo browse genes
View targeting strategies Browse by Gene Symibol
View all allele types Browse by Chromosome

Status
IKMC Gene Progress Summary
n ’ Targeted alleles
Bar Chart Venn
KOMP ELCOMM
20,000 Total Genes = ELCOMMTools NorCOMM
Vectors avallable BEaT 4733 Tans B3g
ES cells avallable 4T84 3430 G486 =]
15,000 Mutant mice avallable 344 ZB1 573 4
iew detalls and progect goals Wiew details sbout the acronyms used
3
E 10,000
U] Gene trap alleles
Total Genes TIGM EUCOMM NorCOMM
ES cells avallable 404 4418 4503
5,000 Mutant mice avallable &1
NOTE: Mot sl gene traps are in CSFBLAG ES cells. Wiew strain information
]
Al All Targeted  Targetes Targatad Gana trap
conditional dalation
Alleles

Bl Mice [l ES Calls Vachors

IKMC
Home Page



Query Results Summary

Search| |Browse|

Search IKMC database help
. . Enter gene symioois, gene 105 or genome location
International Knockout Mouse Consortium Fafi0 (Search )

e.g., Adem8, Pex, ENSMUSGO0000020681, Chrid:22210730-22311680
Advanced Search

Home About IKMC MartSearch Download Mominate gene FAQ Order Products Contact IKMC

Results: 1 -1 of 1 for Fgf10

Y Generated allele types: [ Conditional-Ready [[] Non-Conditional [B] Deletion
IKMC Knockout Attempts &
Gene & P Other Resources &
Project Status \ll Availability
: . Order vector »
Express intere |
Fgf1l:l woress interest (KOMP-Regeneron  |ES cell colonies screened / QC positives Y Order ES cell » IMSR: 4
etalls )
. B ) Order ES cell » Targeted Mutations (MGI): 8
e se02200) (461, UCEC Ensamen | oMM ES Cells - Targeting Confirmed BRI (6rger vector » Other Mutations (MGI): 7
H Show Oter Ids TIGM Gene traps 3 Gene fraps available Order gene trap ES cell »

Results: 1 -1 of 1 for Fgf10




Gene Information

Fgf10
) 13
Express interest ——
Gene Name: fibroblast growth factor 10 119500k,
Synonyms: BB213776, FGF-10 I'I[iI_Rerresentative_Transcripts
Gene Location:  Chr13:119458598-119580922(+) o I'a
genome coordinafes based on NCBl mouse genome assembly 37
# Show Other Ids
#HShow OMIM Diseases
“|KMC Knockout Attempts - Targeted Mutations 2 Generated allele types: [ Conditional-Ready [[] Non-Conditional [£] Deletion
Pre Pipeline Designs ES Cells Mice
Regeneron ES cell colonies Allele
Project: screened / QC positives Detalls
VGE17118 Order ES cell »
Pre Pipeline ES Cells Mice
ES Calls - Tﬂl'gﬂtll'lg Allel
EU;DMM Confirmed De?a‘iels
Project: 50707 Order ES cell » CIN
Pre Pipeline ES Cells Mice

EUCOMM
Project: 28668

Vector Construction in
Progress

IKMC Gene Traps % Generated allele types: [ Conditional-Ready [[] Non-Conditional

ES Cells Mice

3 Gene traps available
Order ES cell »

View all

TIGM gene traps

Other Mutants/Resources

International Mouse Strain Resource (IMSR): 4 strains/ES cell lines
Targeted mutations in MGI: 8 mutants
Other mutations in MGI: 7 mutants




Gene Information

Fgf10
Express interest

Gene Name: fibroblast growth factor 10
Synonyms: BB213776, FGF-10

Chri13:119458598-1195800822(+)

ganome coordinates based on NCBI mouse genome assembly 37

Gene Location:

# Show Other lds
# Show OMIM Diseases

13

_ 1
119500k
HGI_Rerresentatiue_Transcripts
[ m |0

YIKMC Knockout Attempts - Targeted Mutations

Designs

Pre Pipeline
Regeneron

Project:
VGE17118

Y Generated allele types: [ Conditional-Ready [J] Non-Conditional [] Deletion

ES Cells Mice

ES cell colonies Allele
Details

Order ES cell »

View more details about project VG17118

—Fgf10tm1(KOMP)Vicg [5)

target gene ™"

homologous

X

recombination

VelociGene's KOMP Definitive Null Allele Design

stop
odon

IS SN R R R AR

homologous

X

recombination

gene ablating deletion

TM-lacZ—p(A)

* ettt e
BacVec™ o e
Selection ’l expression-selaction
~ -selact
. . & casseite
Cassettes: : H
exon
zen-ue1 T hUbCpro-nag—p(a) M o
_— imtron
ZEN-UB1-rev I IR (+)d-csu-cidnany 4 b ox
ZEN-UB1-hy hUBCpro—n A e BAC heoad )
" rge -Da5E :argatlng'.'ec,u:\r
TM-ZEN-UB1 hUbCpro-nao’-p(a) M




Gene Information

Fgf10
) 13
Express interest ——
Gene Name: fibroblast growth factor 10 119500k,
Synonyms: BB213776, FGF-10 I'I[iI_Rerresentative_Transcripts
Gene Location:  Chr13:119458598-119580922(+) o I'a
genome coordinafes based on NCBl mouse genome assembly 37
# Show Other Ids
#HShow OMIM Diseases
“|KMC Knockout Attempts - Targeted Mutations 2 Generated allele types: [ Conditional-Ready [[] Non-Conditional [£] Deletion
Pre Pipeline Designs ES Cells Mice
Regeneron ES cell colonies Allele
Project: screened / QC positives Detalls
VGE17118 Order ES cell »
Pre Pipeline ES Cells Mice
ES Calls - Tﬂl'gﬂtll'lg Allel
EU;DMM Confirmed De?a‘iels
Project: 50707 Order ES cell » CIN
Pre Pipeline ES Cells Mice

EUCOMM
Project: 28668

Vector Construction in
Progress

IKMC Gene Traps % Generated allele types: [ Conditional-Ready [[] Non-Conditional

ES Cells Mice

3 Gene traps available
Order ES cell »

View all

TIGM gene traps

Other Mutants/Resources

International Mouse Strain Resource (IMSR): 4 strains/ES cell lines
Targeted mutations in MGI: 8 mutants
Other mutations in MGI: 7 mutants




ZIKMC Knockout Attempts - Targeted Mutations

Pre Pipeline

Regeneron
Project:
VGE17118

Pre Pipeline

EUCOMM
Project: 50707

—Fgf10tm1a(EUCOMM)Wtsi [y

% Generated allele types: [ Conditional-Ready [[] Non-Conditional [z] Deletion

Designs Vectors ES Cells Mice

ES cell colonies Allele
Ordar . screened [ QC positives Detalls
Order ES cell » D

Vectors ES Cells Mice

ES Cells - Targeting Allele
Order . Confirmed Detalls
Order ES cell » [CIN

View more details about project 50707

5" arm I'arm
(5149 bp) (3019 bp)
| | |
FRT loxP — FRT loxP loxP
F En2 SA lacZ ﬂ PcK | heo H D ’ D_
Promoter-Driven Cassette ENSMUSEQQD00120353
(L1L2 Pgk_P)
— Fgf10tm1e(EUCOMM)Wisi [¥]
5 arm 3'arm
(5149 bp) (3019 bp)
| ] I |
FRT loxP FRT loxP
F En2 SA lacZ H PGk | neo E D D—
Promoter-Driven Cassette ENSMUSEDOD00120353
(L1L2 Pgk_P)




International Knockout Mouse Consortium - MartSearch A A A

Homa  About IKMC MartSasrch Dicwnil o Nominate Gena FAQY  Order Products  Contact IKMC

ek

MartSearch & QeI 3 BROWSE HELP ABOUT
IKMC Project Report - EUCOMM (ID: 50707)

Fgfl0 MGI:1099809 ENSMUSCO00000021732 OTTMUSGOO000032830

Pre-pipeline Designs Vectors ES Cells Mice

3 ES Cells - Targeting Confirmed

* Mutagenesis Predictions
This gene has 3 wild type transcripts, of which 1 are protein-ceding. Following removal of the floxed region, 1 transcript is predicted to produce a truncated protein product of which 0 may be subject to non-sense
mediated decay (NMD). The original allele for this mutation is of type "Knockout-First - Reporter Tagged Insertion’. The table below shows the predicted structure of the gene transcripts after application of Flp and Cre
{forming a "Knockout - First, Post-Flp and Cre - Deletion, Mo Reporter’ allele - more information on IKMC alleles can be found here). Click the “view' button for each transcript to see the full prediction for that transcript.
Ensembl transcript id | Ensembl Biotype | Floxed transcript description Details

EMSMUSTOO000022246 | protein_coding Residual N-terminal, novel C-terminal product | * view

* show/hide more transcripts

* ES Cell Clones With Conditional Potential

5 arm 3 arm
(5149 bp) (3019 bp)
| |
loxP
] —i+-
]
Promoter-Driven Cassatte ENSMUSEQQODO1 20353
{LiL2_Pgk_P)
Genome Browsers: &/ Ensembl (mouse) - € Ensembl (human) - B UCSC (mouse) - B UCSC thuman)
Tools: % Southern Blot Tool - = LRPCR Genotyping Primers
ES Cell Clone Targeting Vector | Allele Allele Type Floxed Exon Parental ES Cell | Genbank | Mouse | QC Data
Line File
EFDO37E_4_A0Z | PRPGSD0114 B F11 | Fgr1otM1a(EUCOMMMWEST | oo bt First - Reporter Tagged Insertion (Promotor ENSMUSEDODOOLZ0353 | IMBAZ N1 @view | no b view
Driven Cassette) { @ about )
* show/hide more ES cells
* ES Cell Clones Without Conditional Potential
5 arm T arm
(5145 hnd {3016 b




* Mutagenesis Predictions

This gene has 3 wild type transcripts, of which 1 are protein-coding. Following removal of the floxed region, 1 transcript is predicted to produce a truncated protein product of which 0 may be subject to
non-sense mediated decay (NMD). The original allele for this mutation is of type "Knockout-First - Reporter Tagged Insertion’. The table below shows the predicted structure of the gene transcripts after

application of Flp and Cre {forming a "Knockout-First, Post-Flp and Cre - Deletion, Mo Reporter’ allele - more information on IKMC alleles can be found here). Click the “view' button for each transcript to see
the full prediction for that transcript.

Ensembl transcript id | Ensembl Biotype | Floxed transcript description Details

EMSMUSTOO000022246 | protein_coding Residual N-terminal, novel C-terminal product | = view

Predicted translation:

MW ILTHCASAT PHLEGCCCCF LLLY LY SF PP ICOALGODMAZ0 EATHC 33 3333 T 33 P2 SAGREVES THHLOG DVRW
FRLISE TV YT LTIEKHGK WS THHEDCE YK RA*

Ensembl Exon 1D Pfam Domains | WildType

ENSMUSEODO003BE35L UTR + start codon + CDS DR RS- =Ty fela e [T IR i 0
EMSMUSEDOO00120353 CDhs Deleted
EMSMUSEQOO00354860 CD5 + stop codon + UTR | CDS + stop codon + UTR

Legend: I in frame Ideleted frameshifted

» show/hide more transcripts

= ES Cell Clones With Conditional Potential

5 arm ¥ arm
(5149 bp) (3012 bp)
[ | |
FRT loxP FRT loxP loxP
m IRES laeZ m pGK | nea m M ' D_
U
Promaoter-Driven Casseite ENSMUSEMDDD0 20353
L1LZ_Pgk_P)
Cenome Browsers: & Ensembl (mouse) - & Ensembl (human) - B UCSC (mouse) - B UCSC (human)
Tools: % Southern Blot Tool - = LRPCR. Genotyping Primers
ES Cell Clone Targeting Vector | Allele Allele Type Floxed Exon Parental ES Cenbank Mouse QC Data
Cell Line File
EFDO3TE 4 AOZ | PRPGSO0114 B F11 | FgrlotMI2(EUCOMMIWIST | oot First - Reporter Tagged Insertion ENSMUSEOOD00120353 | JMBAZ N1 wview | no b view
(Promotor Driven Cassette) { % about )

¥ show/hide more ES cells




Gene Information

Gne

Express interest
Gene Name:
Synonyms:
Gene Location:

glucosamine
2310066H07Rik, Uae1

Chrd: 4404894 7-44007049(-)
genome coordinetes besed on NCBI mouse genome sssembly 37

® Show Other lds
E Show OMIM Diseases

HGI_Representative_Transcripts
OTTHLETOOOOOO1E636_MGT 21351051 _Cre
I |

ZIKMC Knockout Attempts - Targeted Mutations

Y Genarated allele types: [ Conditional-Ready [J] Non-Conditional [] Deletion

Pre Pipeline Designs ES Cells Mice
EUCOMM ES Cells - Tﬂl‘mﬂ'ﬂ Allala
Project: Confirmed Details
33913 Ordar ES call » (CYN]
Pre Pipeline Vectors ES Cells Mice
EUCOMM
Project: Vector Construction in
33914 Progress
Pre Pipeline Designs Vectors ES Cells Mice
Regeneron -
1 . B e
Project: Regenaron Selected Details
VG19636

IKMC Gene Traps

Y Ganerated allala types: [ Conditional-Ready [J] Non-Conditional

International Mouse Strain Resource (IM3R): 15 strains/ES cell lines
International Gene Trap Consortium (IGTC): 11 gene traps

ES Ceolls Mica

Tiew — e e
ES Cells Mice

EUCOMM L Gn;lr:rtr:r:::s:hbb %an; Eir"aps
ES Cells Mica

NorCOMM Et:r;tr::sﬁa'hbh %é;"ll;al"ans

Other Mutants/Resources

Details
for
Gne

IKMC
gene
traps



Home About |KMC MartSearch

International Knockout Mouse Consortium

FAQY  Order Products Contact IMMC

Diewenl oad Nominate gane
Welcome to the IKMC

The Intemnational Knockout Mouse Consortium (IKMC) aims to mutate all protein-
coding genes in the mouse using gene trapping and gene targeting in CHFBLE ES
cells. Read more....

Download the |IKMC Gena List
View targeting strategies
View all allele types

Search or Browse

Search IKMC database help
Enter gene symibols, gene 108 or genome kocation

Smarch |

.., Ademil, Pey, ENSMUSGO000002068Y, Chri22290730-22211680
{coordinates from NCBI mouse genome assembly 37)

Advanced Search
Browse IHMC database el
Uise the following lnks fo browse genes

Browse by Gene Symbol

Browse by Chromosome

Status

nhrﬂu.rt "u‘enn

20,000
15,000
= 10,000
1G]
5,000
0
Al All Targeted  Targeteo Targaiad Gena trap
conditional dalation
Alleles

Bl Mice [l ES Calls Vachors

IKMC Gene Progress Summary

Targeted alleles

Total Genes cs:nm;wm Lo | NorCOMM
Vectors avallable BEAT 4733 TR5E 839
ES cells avallable 478G 330 G486 Se9
Mutant mice avallable 2] 281 573 4
iew detalls and progect goals Wiew details sbout the acronyms used
Gene trap alleles
Total Genes TIGM EUCOMM NorCOMM
ES cells avallable B 0d 4418 4583
Mutant mice avallable &1

NOTE: Mot sl gene traps are in CSFBLAG ES cells. Wiew strain information

IKMC
Home Page



IKMC MartSearch

The BioMarts

This portal integrates information on IKMC mouse knockout resources with numerous other relevant datasets, including Ensembl, Europhenome, EurExpress and EMMA.
For more information about this portal and the way in which it unites and searches the data, please see the about page. If you wish to access any of these BioMarts
directly, click on the names of the datasets in the image below and you will be taken to the standard MartView interface.

-
IKMC Genes and Products MGI
flKMC Projects / Alleb:; @e B Gornome Fea@
EKMC Targeted Productsj @\e Bt ession Dol (GXD?
@C Mouse Production (M@

‘ . — Europhenome
@IM {inc. MGl Mappmgs@ )\ /Emphenome (Phenotvpi@

MartSearch Portal / Eurexpress

Search Engine
C Eurexpress (Expression)ﬂ’

\.

UniTrap

C UniTrap (Gene Traps) 3
WTSI Mouse Genetics Project / \

EMMA

C MGP Phenotyping j .
E\ _ Ensembl Gene i EMMA Strains j
i A Clone Rea 3 C Mus Musculus Genes D




Objectives

 Provide data/tools internal to IKMC

« Generate and maintain common gene list
» Choose and prioritize target genes

« Coordinate work among IKMC projects
 Track progress

* Provide IKMC information to the public

 Central public web site for IKMC data
—> * Export IKMC data to other resources



IKMC tracks in Genome Browsers

 Ensembl
« UCSC: Mouse and Human

* MGl Mouse Ghrowse

Tracks link to entries in IKMC web portal



Representation of IKMC alleles: registration and nomenclature

» Developed for all types of targeted alleles automated procedures to upload
information into MGI and to assign official nomenclature, and pertinent QC

» All KOMP, EUCOMM, and NorCOMM alleles are now represented in MG,
allele information is updated on a weekly basis

* Allele reports available for download from IKMC web portal and from
MGI ftp site



Registration of IKMC alleles in MGI: IDs and nomenclature

M

About

? | Keywords, Symbols, or IDs | |Quick Search

Help

FAQ Recombinases | Function| Pathways | Strains / SNPs | Orthology
Search v Download v More Resourcesv Submit Data Find Mice (IMSR) 24 Analysis Tools Contact Us

P Ahcaztmzﬂ{KOMP)Wtsi |‘rnur Input Welcome
Targeted Allele Detail

Momenclature | Mutation origin | Mutation description | Find Mice (IMSR) | References

Nomenclature | Symbol:  Abcg2tm2a(KOMP)}Wtsi

Name: | ATP-binding cassette, sub-family A (ABC1), member 2; targeted mutation 2a, Wellcome Trust Sanger Institute
MGl ID: | MGI:4451500

Gene: Abca2 Location: Chr2:25284223-25304060 bp, + strand  Genetic Position: Chr2, 17.25 cM, cytoband A2-B

Mutation Mutant Cell Lines: EPDDS514_3_A0D1, EPDO514_3_EO1l, EPDD514_3_EO03, EPD0O514_3_F04, EPD0O514_3_G01,
origin "EPDD514_3_GD2 (Wellcome Trust Sanger Institute)

Germline Transmission: | Unknown
Parent Cell Line:  JM8A3.N1 (ES Cell}
Strain of Origin: C57BL/6N-AtM B¢

Mutation | Allele Type: | Targeted (Floxed/Frt)
description | yy tation: | Insertion  Vector: L1L2_Bact_P

The L1L2_Bact_P cassette was Inserted at position 25288175 of Chromosome 2 upstream of the critical exen(s) (Bulld 37). The cassette Is
composed of an FRT site followed by lacZ sequence and a loxP site. This first loxP site is followed by neomycin under the control of the human
beta-actin promoter, SV40 polyA, a second FRT site and a second loxP site. A third loxP site Is Inserted downstream of the targeted exon(s) at
position 25261408, The critical exon(s) Isfare thus flanked by loxP sites. A "conditional ready" (floxed) allele can be created by flp recombinase
expression im mice carrying this allele. Subsequent cre expression results in a knockout mouse. If cre expression cccurs without flp expression, a
reporter knockout mouse will be created. Further Information on targeting strategles used for this and cther KOMP alleles can be found at
http://www.knockoutmouse.org/ aboutkompstrategles. (J: 148605)

Find Mice (IMSR) Mouse strains and cell lines available from the International Mouse Strain Resource [IMSR)
Carrying this Mutation: | Mouse Strains: 0 strains available Cell Lines: 0 lines available

Carrying any Abca2 Mutation: | 2 strains or lines available

References 1:148605 Wellcome Trust Sanger Institute, "Alleles produced for the KOMP project by the Wellcome Trust Sanger Institute”

MGI Direct Data Submission 2009;():

All: | 1 reference(s)

Original:




Targeted IKMC alleles represented in MGl (as of 9/26/11)

KOMP:

EUCOMM:

NorCOMM:

Total:

Cond-Ready:

84,373 ES cell lines
96,597 ES cell lines

3,160 ES cell lines

184,130 ES cell lines

91,564 ES cell lines

12,282 alleles
12,420 alleles

580 alleles

25,282 alleles

10,932 alleles

8,137 genes
6,483 genes

569 genes

13,145 genes

10,031 genes
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