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KOMP-DCC: Objectives

• Serve the KOMP research network laboratories as a central information 
resource regarding publicly available null and conditional mutants

Provide query and display tools to support prioritizing new mouse genes for 
knockout experiments.

Collect information generated by the KOMP, track progress of the knockout 
mutant production pipelines, and support coordination of work

Provide web-based query and display tools for KOMP data

Export data to other relevant community databases such as Ensembl, the UCSC 
Genome Browser, NCBI, Mouse Genome Informatics (MGI), and IMSR
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NIH Knockout Mouse Project  (KOMP)

 We developed KOMP-DCC Database and Web Site (www.knockoutmouse.org)



The IKMC Web Portal

www.knockoutmouse.org

  

• Extension of KOMP-DCC web site to serve as the common web portal 

for all IKMC projects: 

- KOMP

- EUCOMM

- NorCOMM

- TIGM

• Site developed and maintained by the KOMP-DCC and I-DCC

• Supported by NIH and the European Union

KOMP-DCC



Objectives

• Provide data/tools internal to IKMC 

• Generate and maintain common gene list

• Choose and prioritize target genes 

• Coordinate work among IKMC projects

• Track progress

• Provide IKMC information to the public

• Central public web site for IKMC data

• Export IKMC data to other resources



Gene List + Annotations
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Administrative Web Interface

• apply data filters to define gene set

• assign gene set to production center



Apply multiple filters at once, and save and share filter sets

apply multiple filters

at once:

add and remove 

filters

submit pending filters

save applied filters



New data filters for allele information and IMSR data

• IKMC alleles

• KOMP alleles

• EUCOMM alleles

• NorCOMM alleles

• Non-IKMC targeted alleles

• IMSR ES cells

• IMSR mice

Addition of new 

filter capabilities



Search for Languishing Genes 

Genes for which the most

advanced pipeline status,

excluding terminal and finished

statuses, has not changed since

the specified number of days



“Languishing Genes” Report Utility available to all IKMC projects



Filters for genes with nominations and for high-priority genes
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Status Report: updated on a daily basis



Status Report: updated on a daily basis
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IKMC tracks in Genome Browsers

• Ensembl 

• UCSC: Mouse and Human

• MGI Mouse Gbrowse

Tracks link to entries in IKMC web portal               



Representation of IKMC alleles: registration and nomenclature

• Developed for all types of targeted alleles automated procedures to upload 

information into MGI and to assign official nomenclature, and pertinent QC

• All KOMP, EUCOMM, and NorCOMM alleles are now represented in MGI,

allele information is updated on a weekly basis

• Allele reports available for download from IKMC web portal and from

MGI ftp site



Registration of IKMC alleles in MGI: IDs and nomenclature



Targeted IKMC alleles represented in MGI (as of 9/26/11)

KOMP: 84,373 ES cell lines     12,282 alleles 8,137 genes

EUCOMM: 96,597 ES cell lines     12,420 alleles 6,483 genes

NorCOMM:           3,160 ES cell lines          580 alleles        569 genes

Total: 184,130 ES cell lines    25,282 alleles    13,145 genes

Cond-Ready:       91,564 ES cell lines    10,932 alleles    10,031 genes
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